. Number of sequences represented in the "Rare Phyla" group presented in Table S1 . Table S3 . Family level taxonomic composition with in the Order Actinomycetales.
FamilywithintheOrder Actinomycetales 1B * 1B% 2B * 2B% 3B * 3B% 4B * 4B% 5B * 5B% 6B * 6B% 7B * 7B% 8B * 8B% Figure S1 . Canonical correspondence analysis (CCA) of the relationship between culture-independent species level community composition (in black: OTUs identified using mothur) and sediment parameters (in red: % Organic Matter (OM), pH, P 2 O 2 , K 2 O, Ca and Mg) by site (in green: Black Beach (1B, 2B, 3B), Chance Harbour (4B, 5B, 6B), Pocologan (7B) and Mispec Bay (8B)). Figure S3 . Canonical correspondence analysis (CCA) of the relationship between culture-independent species level community composition (in black: OTUs identified using mothur) and the sediment parameters (in red: sediment particle size: size 1 (<0.6 mm), size 2 (0.6-1 mm), size 3 (1-2 mm) and size 4 (>2 mm)) by site (in green: Black Beach (1B, 2B, 3B), Chance Harbour (4B, 5B, 6B), Pocologan (7B) and Mispec Bay (8B)). Figure S6 . Canonical correspondence analysis (CCA) of the relationship between culture-dependent species level community composition (in black: OTUs based on 99% sequence identity) and the sediment parameters (in red: sediment particle size: size 1 (<0.6 mm), size 2 (0.6-1 mm), size 3 (1-2 mm) and size 4 (>2 mm)) by site (in green: Black Beach (1B, 2B, 3B), Chance Harbour (4B, 5B, 6B), Pocologan (7B) and Mispec Bay (8B)). 
